
GO:0003674
molecular_function

1.000000
589 / 9727

GO:0003735
structural constituent of ribosome

0.000586
30 / 263

GO:0003824
catalytic activity

0.772045
218 / 3733

GO:0003954
NADH dehydrogenase activity

0.015475
5 / 25

GO:0005198
structural molecule activity

0.008552
31 / 327

GO:0005488
binding

0.530166
271 / 4482

GO:0008137
NADH dehydrogenase (ubiquinone) activity

0.007237
5 / 21

GO:0008194
UDP−glycosyltransferase activity

0.059107
12 / 120

GO:0016491
oxidoreductase activity

0.435279
44 / 704

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.170000
8 / 89

GO:0016655
oxidoreductase activity, acting on NAD(P)H, quinone or simil...

0.024668
5 / 28

GO:0016740
transferase activity

0.035177
102 / 1424

GO:0016757
transferase activity, transferring glycosyl groups

0.091286
23 / 283

GO:0016758
transferase activity, transferring hexosyl groups

0.024641
19 / 193

GO:0044877
macromolecular complex binding

0.007639
9 / 58

GO:0047262
polygalacturonate 4−alpha−galacturonosyltransferase activity

7.65e−05
7 / 19

GO:0050136
NADH dehydrogenase (quinone) activity

0.007237
5 / 21


