
GO:0000166

nucleotide binding

0.061473
73 / 2077

GO:0001882

nucleoside binding

0.002760

65 / 1571

GO:0001883

purine nucleoside binding

0.003899
64 / 1564

GO:0003674

molecular_function

1.000000

287 / 9645

GO:0005488

binding

0.002345

175 / 5076

GO:0005524

ATP binding

0.000442

60 / 1323

GO:0017076

purine nucleotide binding

0.004140

64 / 1568

GO:0030554

adenyl nucleotide binding

0.001194

62 / 1433

GO:0032549

ribonucleoside binding

0.004265
64 / 1570

GO:0032550

purine ribonucleoside binding

0.003899

64 / 1564

GO:0032553

ribonucleotide binding

0.004871

64 / 1579

GO:0032555

purine ribonucleotide binding

0.003899

64 / 1564

GO:0032559

adenyl ribonucleotide binding

0.001173

62 / 1432

GO:0035639

purine ribonucleoside triphosphate binding

0.001774
62 / 1456

GO:0036094

small molecule binding

0.058123
75 / 2134

GO:0043167

ion binding

0.105568
99 / 2985

GO:0043168

anion binding

0.010001

71 / 1843

GO:0097159

organic cyclic compound binding

0.160689
110 / 3414

GO:0097367

carbohydrate derivative binding

0.002456
66 / 1593

GO:1901265

nucleoside phosphate binding

0.061473

73 / 2077

GO:1901363

heterocyclic compound binding

0.149936
110 / 3402


