
GO:0006461
protein complex assembly

1.40e−06
113 / 464

GO:0006950
response to stress

8.78e−06
430 / 2260

GO:0008150
biological_process

1.000000
1673 / 10440

GO:0008152
metabolic process

0.022703
1037 / 6239

GO:0009058
biosynthetic process

3.48e−05
654 / 3632

GO:0009853
photorespiration

3.50e−17
64 / 138

GO:0009987
cellular process

4.27e−05
1124 / 6570

GO:0010033
response to organic substance

7.69e−05
288 / 1479

GO:0016043
cellular component organization

2.13e−05
363 / 1887

GO:0022607
cellular component assembly

4.95e−06
131 / 569

GO:0034622
cellular macromolecular complex assembly

1.87e−07
113 / 447

GO:0035966
response to topologically incorrect protein

6.79e−14
87 / 247

GO:0042221
response to chemical

6.54e−07
412 / 2105

GO:0043094
cellular metabolic compound salvage

2.04e−16
66 / 149

GO:0043248
proteasome assembly

2.26e−15
66 / 155

GO:0043623
cellular protein complex assembly

1.38e−05
93 / 383

GO:0043933
macromolecular complex subunit organization

0.001318
140 / 691

GO:0044085
cellular component biogenesis

1.43e−10
213 / 893

GO:0044237
cellular metabolic process

0.000349
901 / 5223

GO:0044249
cellular biosynthetic process

0.000871
589 / 3329

GO:0050896
response to stimulus

0.000234
635 / 3569

GO:0051788
response to misfolded protein

2.26e−15
66 / 155

GO:0065003
macromolecular complex assembly

1.37e−06
116 / 479

GO:0070271
protein complex biogenesis

1.75e−06
113 / 466

GO:0071822
protein complex subunit organization

2.65e−07
123 / 500

GO:0071840
cellular component organization or biogenesis

6.96e−08
422 / 2124

GO:0080129
proteasome core complex assembly

1.79e−15
55 / 116


