
GO:0001510
RNA methylation

4.41e−08
28 / 167

GO:0006139
nucleobase−containing compound metabolic process

0.023736
138 / 2250

GO:0006725
cellular aromatic compound metabolic process

0.036392
150 / 2500

GO:0006807
nitrogen compound metabolic process

0.057196
152 / 2575

GO:0008150
biological_process

1.000000
484 / 9150

GO:0008152
metabolic process

0.238749
285 / 5236

GO:0009451
RNA modification

1.20e−05
34 / 293

GO:0009987
cellular process

0.053761
307 / 5476

GO:0016070
RNA metabolic process

0.023110
110 / 1748

GO:0022613
ribonucleoprotein complex biogenesis

4.90e−07
38 / 302

GO:0032259
methylation
2.28e−06
44 / 398

GO:0034641
cellular nitrogen compound metabolic process

0.054125
144 / 2424

GO:0042254
ribosome biogenesis

3.48e−07
38 / 298

GO:0043170
macromolecule metabolic process

0.330573
189 / 3478

GO:0043412
macromolecule modification

0.202662
76 / 1310

GO:0043414
macromolecule methylation

1.73e−06
44 / 394

GO:0044085
cellular component biogenesis

0.001618
61 / 792

GO:0044237
cellular metabolic process

0.025943
255 / 4418

GO:0044238
primary metabolic process

0.192634
242 / 4390

GO:0044260
cellular macromolecule metabolic process

0.269961
180 / 3275

GO:0046483
heterocycle metabolic process

0.021466
147 / 2405

GO:0071704
organic substance metabolic process

0.201974
260 / 4737

GO:0071840
cellular component organization or biogenesis

0.000654
127 / 1854

GO:0090304
nucleic acid metabolic process

0.031458
123 / 2001

GO:1901360
organic cyclic compound metabolic process

0.042761
153 / 2568


