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ATP binding
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pyrophosphatase activity

0.16213
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hydrolase activity
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13 / 1185

GO:0016817
hydrolase activity, acting on acid anhydrides
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hydrolase activity, acting on acid anhydrides, in phosphorus...
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6 / 359
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purine nucleotide binding

0.01238
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nucleoside−triphosphatase activity
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6 / 344
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adenyl nucleotide binding
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ribonucleoside binding
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purine ribonucleoside binding
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ribonucleotide binding
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purine ribonucleotide binding
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adenyl ribonucleotide binding
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18 / 909

GO:0035639
purine ribonucleoside triphosphate binding
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16 / 916

GO:0036094
small molecule binding

0.06198
20 / 1356

GO:0043167
ion binding

0.02735
31 / 2163

GO:0043168
anion binding

0.01258
20 / 1147

GO:0097159
organic cyclic compound binding

0.01459
38 / 2678

GO:0097367
carbohydrate derivative binding

0.01432
18 / 1007

GO:1901265
nucleoside phosphate binding
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20 / 1335

GO:1901363
heterocyclic compound binding
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