
GO:0003674
molecular_function

1.000000
308 / 8837

GO:0003676
nucleic acid binding

0.872363
36 / 1211

GO:0003723
RNA binding

0.371324
14 / 359

GO:0003727
single−stranded RNA binding

0.000272
6 / 27

GO:0003824
catalytic activity

0.317262
138 / 3829

GO:0005488
binding

0.130179
160 / 4298

GO:0008187
poly−pyrimidine tract binding

2.22e−05
6 / 18

GO:0008266
poly(U) RNA binding

2.22e−05
6 / 18

GO:0016168
chlorophyll binding

3.11e−13
13 / 25

GO:0016491
oxidoreductase activity

7.00e−08
56 / 771

GO:0046906
tetrapyrrole binding

4.79e−08
24 / 192

GO:0097159
organic cyclic compound binding

0.185821
104 / 2765

GO:1901363
heterocyclic compound binding

0.178846
104 / 2759


