
GO:0000975
regulatory region DNA binding

0.02702
2 / 25

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.01148
2 / 16

GO:0001067
regulatory region nucleic acid binding

0.02702
2 / 25

GO:0003674
molecular_function

1.00000
105 / 10195

GO:0003676
nucleic acid binding

0.82920
11 / 1338

GO:0003677
DNA binding

0.80548
6 / 761

GO:0003824
catalytic activity

0.90660
39 / 4383

GO:0005215
transporter activity

0.16010
11 / 762

GO:0005488
binding
0.92398

44 / 4931

GO:0008233
peptidase activity

0.02760
7 / 285

GO:0016787
hydrolase activity

0.60717
15 / 1514

GO:0022857
transmembrane transporter activity

0.04003
11 / 590

GO:0030145
manganese ion binding

0.01444
2 / 18

GO:0043167
ion binding

0.87348
23 / 2680

GO:0043169
cation binding

0.78021
12 / 1383

GO:0043565
sequence−specific DNA binding

0.51910
2 / 168

GO:0044212
transcription regulatory region DNA binding

0.02702
2 / 25

GO:0045735
nutrient reservoir activity

0.01769
2 / 20

GO:0046872
metal ion binding

0.81087
11 / 1314

GO:0046914
transition metal ion binding

0.61252
10 / 1019

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.02169
7 / 271

GO:0097159
organic cyclic compound binding

0.90438
26 / 3064

GO:1901363
heterocyclic compound binding

0.90103
26 / 3055

GO:1901618
organic hydroxy compound transmembrane transporter activity

0.00448
2 / 10


