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GO:0003824
catalytic activity

0.053198
303 / 3842

GO:0004672
protein kinase activity

0.010279
58 / 583

GO:0004674
protein serine/threonine kinase activity

0.001313
56 / 508

GO:0005215
transporter activity

0.220363
46 / 557

GO:0005488
binding

0.076406
339 / 4360

GO:0008324
cation transmembrane transporter activity

0.655381
13 / 191

GO:0015075
ion transmembrane transporter activity

0.633210
20 / 287

GO:0016209
antioxidant activity

0.001390
12 / 61

GO:0016301
kinase activity

0.081981
59 / 671

GO:0016740
transferase activity

0.085333
124 / 1506

GO:0016757
transferase activity, transferring glycosyl groups

0.062419
27 / 270

GO:0016758
transferase activity, transferring hexosyl groups

0.025962
21 / 182

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.000287
8 / 25

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.167801
63 / 760

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.045796
59 / 646

GO:0020037
heme binding

0.000926
26 / 184

GO:0022857
transmembrane transporter activity

0.316522
34 / 423

GO:0022890
inorganic cation transmembrane transporter activity

0.206617
13 / 137

GO:0022891
substrate−specific transmembrane transporter activity

0.514344
26 / 351

GO:0022892
substrate−specific transporter activity

0.708271
28 / 414

GO:0046873
metal ion transmembrane transporter activity

0.087477
10 / 84

GO:0046906
tetrapyrrole binding

0.002166
26 / 195

GO:0046915
transition metal ion transmembrane transporter activity

0.000104
8 / 22

GO:0097159
organic cyclic compound binding

0.664582
203 / 2822

GO:1901363
heterocyclic compound binding

0.682172
202 / 2816


