
GO:0003674
molecular_function

1.00000
1460 / 10474

GO:0003824
catalytic activity

0.00725
625 / 4175

GO:0008194
UDP−glycosyltransferase activity

4.69e−05
33 / 118

GO:0016491
oxidoreductase activity

0.26527
112 / 759

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.00159
31 / 130

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

1.87e−05
40 / 148

GO:0016668
oxidoreductase activity, acting on a sulfur group of donors,...

2.11e−05
28 / 90

GO:0016740
transferase activity

2.90e−07
293 / 1625

GO:0016757
transferase activity, transferring glycosyl groups

1.58e−12
92 / 319

GO:0016758
transferase activity, transferring hexosyl groups

6.92e−08
59 / 212

GO:0047134
protein−disulfide reductase activity

1.32e−05
28 / 88

GO:0047262
polygalacturonate 4−alpha−galacturonosyltransferase activity

4.61e−06
11 / 18


