
GO:0000975
regulatory region DNA binding

0.034405
6 / 17

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.001516
6 / 10

GO:0001067
regulatory region nucleic acid binding

0.034405
6 / 17

GO:0003674
molecular_function

1.000000
1324 / 8667

GO:0003676
nucleic acid binding

0.762786
177 / 1210

GO:0003677
DNA binding

0.024587
144 / 812

GO:0003824
catalytic activity

0.159044
568 / 3607

GO:0004721
phosphoprotein phosphatase activity

0.000696
26 / 90

GO:0004722
protein serine/threonine phosphatase activity

0.000150
25 / 78

GO:0005488
binding

0.572558
634 / 4167

GO:0016787
hydrolase activity

0.293469
195 / 1232

GO:0016788
hydrolase activity, acting on ester bonds

0.092367
71 / 400

GO:0016791
phosphatase activity

0.000364
39 / 149

GO:0042578
phosphoric ester hydrolase activity

0.003280
42 / 182

GO:0043565
sequence−specific DNA binding

0.001096
45 / 188

GO:0044212
transcription regulatory region DNA binding

0.034405
6 / 17

GO:0097159
organic cyclic compound binding

0.779320
391 / 2634

GO:1901363
heterocyclic compound binding

0.761331
391 / 2628


