
GO:0006139
nucleobase−containing compound metabolic process

0.141076
419 / 2556

GO:0006259
DNA metabolic process

0.001965
106 / 519

GO:0006260
DNA replication

0.005983
54 / 247

GO:0006275
regulation of DNA replication

0.000699
31 / 111

GO:0006508
proteolysis
0.594630
76 / 494

GO:0006511
ubiquitin−dependent protein catabolic process

0.324833
38 / 224

GO:0006725
cellular aromatic compound metabolic process

0.364865
460 / 2892

GO:0006807
nitrogen compound metabolic process

0.319439
476 / 2980

GO:0007049
cell cycle
0.004335
102 / 509

GO:0008150
biological_process

1.000000
1871 / 11927

GO:0008152
metabolic process

0.745981
1022 / 6595

GO:0009056
catabolic process

0.930943
120 / 858

GO:0009057
macromolecule catabolic process

0.617190
53 / 348

GO:0009058
biosynthetic process

0.164277
612 / 3783

GO:0009059
macromolecule biosynthetic process

0.041556
411 / 2439

GO:0009889
regulation of biosynthetic process

0.035091
230 / 1318

GO:0009987
cellular process

0.438109
1091 / 6932

GO:0010498
proteasomal protein catabolic process

0.020813
26 / 111

GO:0010556
regulation of macromolecule biosynthetic process

0.026638
221 / 1254

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.009878
228 / 1266

GO:0019222
regulation of metabolic process

0.019975
303 / 1743

GO:0019538
protein metabolic process

0.145265
390 / 2376

GO:0019941
modification−dependent protein catabolic process

0.368148
38 / 228

GO:0022402
cell cycle process

0.000183
88 / 390

GO:0030163
protein catabolic process

0.420643
46 / 283

GO:0031323
regulation of cellular metabolic process

0.023980
257 / 1469

GO:0031326
regulation of cellular biosynthetic process

0.018148
226 / 1272

GO:0034641
cellular nitrogen compound metabolic process

0.246926
446 / 2767

GO:0034645
cellular macromolecule biosynthetic process

0.066768
400 / 2394

GO:0043161
proteasome−mediated ubiquitin−dependent protein catabolic pr...

0.000319
24 / 75

GO:0043170
macromolecule metabolic process

0.162802
696 / 4314

GO:0043632
modification−dependent macromolecule catabolic process

0.368148
38 / 228

GO:0044237
cellular metabolic process

0.445332
858 / 5449

GO:0044238
primary metabolic process

0.414715
871 / 5522

GO:0044248
cellular catabolic process

0.828918
104 / 717

GO:0044249
cellular biosynthetic process

0.245149
565 / 3519

GO:0044257
cellular protein catabolic process

0.479113
44 / 276

GO:0044260
cellular macromolecule metabolic process

0.184966
653 / 4052

GO:0044265
cellular macromolecule catabolic process

0.616771
47 / 309

GO:0044267
cellular protein metabolic process

0.175536
352 / 2150

GO:0044699
single−organism process

0.599641
975 / 6244

GO:0044710
single−organism metabolic process

0.425803
551 / 3488

GO:0044711
single−organism biosynthetic process

0.111031
303 / 1817

GO:0044763
single−organism cellular process

0.482363
738 / 4696

GO:0044786
cell cycle DNA replication

0.000368
27 / 89

GO:0046483
heterocycle metabolic process

0.259910
445 / 2765

GO:0050789
regulation of biological process

0.010072
488 / 2855

GO:0050794
regulation of cellular process

0.032444
413 / 2440

GO:0051052
regulation of DNA metabolic process

5.47e−05
44 / 157

GO:0051171
regulation of nitrogen compound metabolic process

0.007163
232 / 1281

GO:0051603
proteolysis involved in cellular protein catabolic process

0.621945
40 / 264

GO:0060255
regulation of macromolecule metabolic process

0.005400
268 / 1489

GO:0065007
biological regulation

0.015535
526 / 3109

GO:0071704
organic substance metabolic process

0.386139
931 / 5895

GO:0080090
regulation of primary metabolic process

0.020151
256 / 1457

GO:0090304
nucleic acid metabolic process

0.047529
390 / 2315

GO:1901360
organic cyclic compound metabolic process

0.362853
479 / 3012

GO:1901575
organic substance catabolic process

0.938295
103 / 747

GO:1901576
organic substance biosynthetic process

0.117415
595 / 3651

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.026638
221 / 1254


