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molecular_function
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GO:0003824

catalytic activity
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GO:0005215

transporter activity
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53 / 609

GO:0005338

nucleotide−sugar transmembrane transporter activity

0.00673

4 / 11

GO:0008320

protein transmembrane transporter activity

0.00858

8 / 40

GO:0008565

protein transporter activity

0.07645

9 / 70

GO:0015215

nucleotide transmembrane transporter activity
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4 / 18

GO:0015399

primary active transmembrane transporter activity

0.38781

9 / 105

GO:0015405

P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.38781

9 / 105

GO:0015450

P−P−bond−hydrolysis−driven protein transmembrane transporter...

0.00366

8 / 35

GO:0015605

organophosphate ester transmembrane transporter activity

0.10044

4 / 24

GO:0015932

nucleobase−containing compound transmembrane transporter act...

0.02538

6 / 31

GO:0016491

oxidoreductase activity

0.47185

63 / 829

GO:0016651

oxidoreductase activity, acting on NAD(P)H

0.05840

15 / 129

GO:0016667

oxidoreductase activity, acting on a sulfur group of donors

0.02783

18 / 148

GO:0016668

oxidoreductase activity, acting on a sulfur group of donors,...

0.00678

14 / 90

GO:0016874

ligase activity

0.13874

12 / 113

GO:0016879

ligase activity, forming carbon−nitrogen bonds

0.00392

11 / 59

GO:0016884

carbon−nitrogen ligase activity, with glutamine as amido−N−d...

0.00455

4 / 10

GO:0022804

active transmembrane transporter activity

0.35642

20 / 242

GO:0022857

transmembrane transporter activity

0.14781

43 / 488

GO:0022884

macromolecule transmembrane transporter activity

0.00858

8 / 40

GO:0022891

substrate−specific transmembrane transporter activity

0.07164

40 / 422

GO:0022892

substrate−specific transporter activity

0.09785

43 / 470

GO:0047134

protein−disulfide reductase activity

0.00449

14 / 86

GO:1901505

carbohydrate derivative transporter activity

0.06172

5 / 29

GO:1901677

phosphate transmembrane transporter activity

0.23171

4 / 33


