
GO:0000166

nucleotide binding

0.000198
114 / 1984

GO:0001882

nucleoside binding

0.000456

85 / 1422

GO:0001883

purine nucleoside binding

0.000407
85 / 1417

GO:0003674

molecular_function

1.000000

485 / 11512

GO:0003824

catalytic activity

0.000162

235 / 4657

GO:0005488

binding

0.018457

256 / 5531

GO:0005515

protein binding

0.003732
83 / 1484

GO:0005524

ATP binding

0.000190

75 / 1185

GO:0017076

purine nucleotide binding

0.000456

85 / 1422

GO:0030554

adenyl nucleotide binding

0.000492

77 / 1263

GO:0032549

ribonucleoside binding

0.000445
85 / 1421

GO:0032550

purine ribonucleoside binding

0.000407

85 / 1417

GO:0032553

ribonucleotide binding

0.000368

86 / 1433

GO:0032555

purine ribonucleotide binding

0.000416

85 / 1418

GO:0032559

adenyl ribonucleotide binding

0.000469

77 / 1261

GO:0035639

purine ribonucleoside triphosphate binding

0.000188
83 / 1344

GO:0036094

small molecule binding

0.000227
116 / 2033

GO:0043167

ion binding

0.001253
155 / 2977

GO:0043168

anion binding

3.53e−06

107 / 1673

GO:0051082

unfolded protein binding

4.99e−06

13 / 69

GO:0097159

organic cyclic compound binding

0.111800
165 / 3615

GO:0097367

carbohydrate derivative binding

0.000297
87 / 1444

GO:1901265

nucleoside phosphate binding

0.000198

114 / 1984

GO:1901363

heterocyclic compound binding

0.123738
164 / 3606


