
GO:0000975
regulatory region DNA binding

0.01678
5 / 25

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.00659
4 / 13

GO:0001067
regulatory region nucleic acid binding

0.01678
5 / 25

GO:0001071
nucleic acid binding transcription factor activity

1.46e−05
76 / 761

GO:0003674
molecular_function

1.00000
581 / 9401

GO:0003676
nucleic acid binding

0.64738
76 / 1272

GO:0003677
DNA binding

0.32848
58 / 883

GO:0003700
sequence−specific DNA binding transcription factor activity

1.46e−05
76 / 761

GO:0003824
catalytic activity

0.52970
226 / 3663

GO:0004672
protein kinase activity

0.02234
46 / 552

GO:0004674
protein serine/threonine kinase activity

0.00356
44 / 470

GO:0005488
binding
0.37496

277 / 4414

GO:0005515
protein binding

0.00406
99 / 1245

GO:0016301
kinase activity

0.05055
49 / 627

GO:0016740
transferase activity

0.18089
99 / 1469

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.03702
56 / 715

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.05545
47 / 602

GO:0043565
sequence−specific DNA binding

0.01163
19 / 175

GO:0044212
transcription regulatory region DNA binding

0.01412
5 / 24

GO:0097159
organic cyclic compound binding

0.67202
165 / 2739

GO:1901363
heterocyclic compound binding

0.74928
162 / 2729


