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ATP−dependent peptidase activity
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binding
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UDP−glycosyltransferase activity
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pyrophosphatase activity
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transferase activity, transferring glycosyl groups
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transferase activity, transferring hexosyl groups
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GO:0016787
hydrolase activity
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371 / 1310
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hydrolase activity, acting on acid anhydrides
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GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...
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122 / 415
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ATPase activity
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84 / 264

GO:0017111
nucleoside−triphosphatase activity
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117 / 396
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UDP−glucosyltransferase activity

3.26e−05
37 / 70

GO:0042623
ATPase activity, coupled
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63 / 192
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glucosyltransferase activity

3.26e−05
41 / 80

GO:0070011
peptidase activity, acting on L−amino acid peptides
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74 / 231
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organic cyclic compound binding
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heterocyclic compound binding
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