
GO:0000166

nucleotide binding

3.52e−05
240 / 1821

GO:0001882

nucleoside binding

8.89e−07

193 / 1339

GO:0001883

purine nucleoside binding

1.06e−06
192 / 1334

GO:0003674

molecular_function

1.000000

1024 / 9740

GO:0005488

binding

0.001386

546 / 4758

GO:0005524

ATP binding

4.38e−07

170 / 1137

GO:0017076

purine nucleotide binding

1.31e−06

192 / 1338

GO:0030554

adenyl nucleotide binding

1.51e−06

176 / 1208

GO:0032549

ribonucleoside binding

8.43e−07
193 / 1338

GO:0032550

purine ribonucleoside binding

1.06e−06

192 / 1334

GO:0032553

ribonucleotide binding

1.02e−06

194 / 1350

GO:0032555

purine ribonucleotide binding

1.06e−06

192 / 1334

GO:0032559

adenyl ribonucleotide binding

1.43e−06

176 / 1207

GO:0035639

purine ribonucleoside triphosphate binding

3.48e−07
186 / 1264

GO:0036094

small molecule binding

6.24e−05
244 / 1871

GO:0043167

ion binding

3.43e−05
336 / 2672

GO:0043168

anion binding

2.58e−06

219 / 1579

GO:0097159

organic cyclic compound binding

0.000140
375 / 3071

GO:0097367

carbohydrate derivative binding

1.06e−06
195 / 1359

GO:1901265

nucleoside phosphate binding

3.52e−05

240 / 1821

GO:1901363

heterocyclic compound binding

0.000133
374 / 3060


