
GO:0000975
regulatory region DNA binding

0.00984
12 / 28

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.00220
8 / 13

GO:0001067
regulatory region nucleic acid binding

0.00984
12 / 28

GO:0001071
nucleic acid binding transcription factor activity

8.33e−05
215 / 789

GO:0003674
molecular_function

1.00000
2309 / 10620

GO:0003676
nucleic acid binding

0.00809
414 / 1727

GO:0003677
DNA binding

0.58988
212 / 986

GO:0003700
sequence−specific DNA binding transcription factor activity

7.67e−05
215 / 788

GO:0003735
structural constituent of ribosome

9.71e−05
87 / 277

GO:0005198
structural molecule activity

0.00329
97 / 347

GO:0005488
binding
0.10690

1129 / 5069

GO:0005515
protein binding

0.02390
341 / 1433

GO:0043565
sequence−specific DNA binding

0.01404
55 / 192

GO:0044212
transcription regulatory region DNA binding

0.00698
12 / 27

GO:0051082
unfolded protein binding

0.00257
29 / 81

GO:0097159
organic cyclic compound binding

0.08041
750 / 3320

GO:1901363
heterocyclic compound binding

0.08226
748 / 3312


