
GO:0006139
nucleobase−containing compound metabolic process

0.167647
99 / 2748

GO:0006351
transcription, DNA−templated

0.000652
72 / 1504

GO:0006355
regulation of transcription, DNA−templated

3.10e−05
71 / 1337

GO:0006725
cellular aromatic compound metabolic process

0.245578
110 / 3144

GO:0006807
nitrogen compound metabolic process

0.283132
112 / 3234

GO:0008150
biological_process

1.000000
430 / 13057

GO:0008152
metabolic process

0.785808
237 / 7424

GO:0009058
biosynthetic process

0.189134
148 / 4224

GO:0009059
macromolecule biosynthetic process

0.020853
107 / 2714

GO:0009889
regulation of biosynthetic process

4.66e−05
76 / 1478

GO:0009987
cellular process

0.995070
233 / 7847

GO:0010467
gene expression

0.026719
87 / 2173

GO:0010468
regulation of gene expression

0.000128
75 / 1499

GO:0010556
regulation of macromolecule biosynthetic process

6.52e−05
73 / 1418

GO:0016070
RNA metabolic process

0.055257
83 / 2135

GO:0018130
heterocycle biosynthetic process

0.001283
86 / 1911

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

5.95e−05
73 / 1414

GO:0019222
regulation of metabolic process

0.003657
83 / 1900

GO:0019438
aromatic compound biosynthetic process

0.010463
85 / 2034

GO:0031323
regulation of cellular metabolic process

0.000339
79 / 1650

GO:0031326
regulation of cellular biosynthetic process

5.57e−05
74 / 1436

GO:0032774
RNA biosynthetic process

0.000677
72 / 1506

GO:0034641
cellular nitrogen compound metabolic process

0.335759
103 / 3004

GO:0034645
cellular macromolecule biosynthetic process

0.023420
105 / 2669

GO:0034654
nucleobase−containing compound biosynthetic process

0.002922
76 / 1697

GO:0043170
macromolecule metabolic process

0.498969
158 / 4783

GO:0044237
cellular metabolic process

0.954665
186 / 6155

GO:0044238
primary metabolic process

0.677353
199 / 6170

GO:0044249
cellular biosynthetic process

0.339907
134 / 3938

GO:0044260
cellular macromolecule metabolic process

0.515822
148 / 4492

GO:0044271
cellular nitrogen compound biosynthetic process

0.009760
80 / 1891

GO:0046483
heterocycle metabolic process

0.117625
109 / 2985

GO:0050789
regulation of biological process

0.111411
116 / 3182

GO:0050794
regulation of cellular process

0.025398
108 / 2763

GO:0051171
regulation of nitrogen compound metabolic process

8.17e−05
73 / 1428

GO:0051252
regulation of RNA metabolic process

3.85e−05
71 / 1346

GO:0060255
regulation of macromolecule metabolic process

0.000372
78 / 1629

GO:0065007
biological regulation

0.090785
127 / 3474

GO:0071704
organic substance metabolic process

0.754435
211 / 6605

GO:0080090
regulation of primary metabolic process

0.000217
78 / 1601

GO:0090304
nucleic acid metabolic process

0.073595
93 / 2455

GO:0097659
nucleic acid−templated transcription

0.000652
72 / 1504

GO:1901360
organic cyclic compound metabolic process

0.303929
113 / 3280

GO:1901362
organic cyclic compound biosynthetic process

0.012437
90 / 2187

GO:1901576
organic substance biosynthetic process

0.164164
144 / 4077

GO:1903506
regulation of nucleic acid−templated transcription

3.10e−05
71 / 1337

GO:2000112
regulation of cellular macromolecule biosynthetic process

6.52e−05
73 / 1418

GO:2001141
regulation of RNA biosynthetic process

3.10e−05
71 / 1337


