
GO:0000975
regulatory region DNA binding

0.113506
3 / 22

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.018816
3 / 11

GO:0001067
regulatory region nucleic acid binding

0.113506
3 / 22

GO:0003674
molecular_function

1.000000
606 / 11189

GO:0003676
nucleic acid binding

0.946365
75 / 1623

GO:0003677
DNA binding

0.919042
42 / 935

GO:0003824
catalytic activity

0.764653
231 / 4412

GO:0004857
enzyme inhibitor activity

0.135201
7 / 79

GO:0004866
endopeptidase inhibitor activity

0.014194
4 / 18

GO:0005488
binding

0.885273
272 / 5278

GO:0005509
calcium ion binding

0.000896
17 / 134

GO:0016740
transferase activity

0.535593
91 / 1687

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.554878
45 / 840

GO:0016780
phosphotransferase activity, for other substituted phosphate...

0.014249
3 / 10

GO:0030234
enzyme regulator activity

0.286591
9 / 132

GO:0030414
peptidase inhibitor activity

0.024423
4 / 21

GO:0043167
ion binding
0.912321

139 / 2816

GO:0043169
cation binding

0.522963
79 / 1460

GO:0043565
sequence−specific DNA binding

0.122142
15 / 199

GO:0044212
transcription regulatory region DNA binding

0.101929
3 / 21

GO:0046872
metal ion binding

0.484547
75 / 1372

GO:0061134
peptidase regulator activity

0.024423
4 / 21

GO:0061135
endopeptidase regulator activity

0.014194
4 / 18

GO:0097159
organic cyclic compound binding

0.858783
175 / 3441

GO:0098772
molecular function regulator

0.134936
12 / 155

GO:1901363
heterocyclic compound binding

0.846432
175 / 3430


