
GO:0003674
molecular_function

1.0000
3699 / 11490

GO:0003755
peptidyl−prolyl cis−trans isomerase activity

5.28e−05
20 / 29

GO:0003824
catalytic activity

5.48e−05
1633 / 4774

GO:0005488
binding
0.7131

1629 / 5102

GO:0016168
chlorophyll binding

5.16e−05
18 / 25

GO:0016740
transferase activity

0.0539
608 / 1796

GO:0016746
transferase activity, transferring acyl groups

4.87e−05
81 / 174

GO:0016853
isomerase activity

7.65e−05
63 / 130

GO:0016859
cis−trans isomerase activity

4.75e−06
23 / 32

GO:0046906
tetrapyrrole binding

0.6983
74 / 240

GO:0097159
organic cyclic compound binding

0.9706
961 / 3114

GO:1901363
heterocyclic compound binding

0.9738
958 / 3108


