
GO:0000166
nucleotide binding

0.711496
37 / 1506

GO:0003674
molecular_function

1.000000
246 / 9320

GO:0003824
catalytic activity

0.279538
109 / 3942

GO:0005488
binding

0.681772
111 / 4325

GO:0005515
protein binding

0.220708
35 / 1160

GO:0016491
oxidoreductase activity

0.227613
24 / 772

GO:0016679
oxidoreductase activity, acting on diphenols and related sub...

0.002824
4 / 23

GO:0016682
oxidoreductase activity, acting on diphenols and related sub...

0.000671
4 / 16

GO:0036094
small molecule binding

0.782472
37 / 1555

GO:0042802
identical protein binding

0.318651
4 / 108

GO:0042803
protein homodimerization activity

0.024187
4 / 42

GO:0046983
protein dimerization activity

0.188704
6 / 146

GO:0048037
cofactor binding

0.461576
7 / 243

GO:0050661
NADP binding

0.024187
4 / 42

GO:0050662
coenzyme binding

0.503016
5 / 177

GO:0052716
hydroquinone:oxygen oxidoreductase activity

0.003350
3 / 12

GO:0097159
organic cyclic compound binding

0.513123
73 / 2758

GO:1901265
nucleoside phosphate binding

0.711496
37 / 1506

GO:1901363
heterocyclic compound binding

0.498197
73 / 2748


