
GO:0003674
molecular_function

1.0000
1272 / 9913

GO:0003735
structural constituent of ribosome

1.23e−06
66 / 288

GO:0003824
catalytic activity

0.0167
556 / 4057

GO:0005198
structural molecule activity

2.42e−05
72 / 350

GO:0005488
binding
0.8617

554 / 4454

GO:0016168
chlorophyll binding

6.57e−07
14 / 26

GO:0016491
oxidoreductase activity

7.75e−06
143 / 793

GO:0046906
tetrapyrrole binding

3.53e−05
43 / 181

GO:0051536
iron−sulfur cluster binding

0.0196
13 / 55

GO:0051537
2 iron, 2 sulfur cluster binding

1.92e−05
10 / 18

GO:0051540
metal cluster binding

0.0196
13 / 55

GO:0097159
organic cyclic compound binding

0.9511
346 / 2887

GO:1901363
heterocyclic compound binding

0.9476
346 / 2883


