
GO:0003674
molecular_function

1.000000
1594 / 7208

GO:0003735
structural constituent of ribosome

0.000183
77 / 240

GO:0003824
catalytic activity

0.000939
731 / 3058

GO:0005198
structural molecule activity

0.000258
89 / 288

GO:0005488
binding

0.397403
772 / 3468

GO:0009055
electron carrier activity

6.73e−05
64 / 186

GO:0016491
oxidoreductase activity

7.20e−07
176 / 578

GO:0016620
oxidoreductase activity, acting on the aldehyde or oxo group...

6.34e−05
12 / 18

GO:0016903
oxidoreductase activity, acting on the aldehyde or oxo group...

0.000602
13 / 24

GO:0046906
tetrapyrrole binding

3.18e−05
50 / 133

GO:0097159
organic cyclic compound binding

0.269050
523 / 2317

GO:1901363
heterocyclic compound binding

0.247272
523 / 2312


