
GO:0003674
molecular_function

1.00000
312 / 8395

GO:0003824
catalytic activity

0.29049
123 / 3172

GO:0003993
acid phosphatase activity

0.02348
3 / 17

GO:0005488
binding
0.75853

137 / 3836

GO:0005507
copper ion binding

0.00863
10 / 112

GO:0016740
transferase activity

0.14045
55 / 1285

GO:0016757
transferase activity, transferring glycosyl groups

0.01758
16 / 241

GO:0016758
transferase activity, transferring hexosyl groups

0.17315
9 / 168

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.01659
3 / 15

GO:0016787
hydrolase activity

0.16917
45 / 1050

GO:0016788
hydrolase activity, acting on ester bonds

0.07822
17 / 315

GO:0016791
phosphatase activity

0.45521
5 / 119

GO:0019207
kinase regulator activity

0.02393
4 / 30

GO:0030234
enzyme regulator activity

0.05929
9 / 133

GO:0042578
phosphoric ester hydrolase activity

0.28797
7 / 144

GO:0043167
ion binding

0.83458
67 / 1982

GO:0043169
cation binding

0.88633
34 / 1089

GO:0046872
metal ion binding

0.91160
31 / 1024

GO:0046914
transition metal ion binding

0.80414
28 / 862

GO:0098772
molecular function regulator

0.11608
9 / 153


