
GO:0003674
molecular_function

1.000000
1817 / 12309

GO:0003735
structural constituent of ribosome

4.75e−20
104 / 286

GO:0003824
catalytic activity

0.000348
769 / 4764

GO:0005198
structural molecule activity

1.18e−15
113 / 365

GO:0005488
binding

0.601116
814 / 5545

GO:0015036
disulfide oxidoreductase activity

0.002729
17 / 57

GO:0016491
oxidoreductase activity

0.035304
159 / 944

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.222392
27 / 157

GO:0035639
purine ribonucleoside triphosphate binding

0.003006
202 / 1148

GO:0043167
ion binding
0.683849
427 / 2944

GO:0043168
anion binding

0.005347
254 / 1492

GO:0097159
organic cyclic compound binding

0.327670
524 / 3493

GO:1901265
nucleoside phosphate binding

0.050573
287 / 1786

GO:1901363
heterocyclic compound binding

0.306868
524 / 3486


