
GO:0003674
molecular_function

1.000000
1412 / 11130

GO:0003824
catalytic activity

8e−06
632 / 4391

GO:0005488
binding

0.008168
722 / 5355

GO:0005515
protein binding

0.000466
225 / 1454

GO:0005543
phospholipid binding

0.076391
15 / 80

GO:0008289
lipid binding

0.091091
24 / 143

GO:0019825
oxygen binding

0.000886
28 / 120

GO:0020037
heme binding

0.001964
39 / 193

GO:0035091
phosphatidylinositol binding

0.000743
14 / 44

GO:0043167
ion binding
0.318903
382 / 2950

GO:0043168
anion binding

0.224387
212 / 1594

GO:0046906
tetrapyrrole binding

0.001964
39 / 193

GO:0097159
organic cyclic compound binding

0.027761
465 / 3416

GO:1901363
heterocyclic compound binding

0.027626
464 / 3408


