
GO:0000226
microtubule cytoskeleton organization

6.59e−06
53 / 187

GO:0006461
protein complex assembly

0.036689
97 / 522

GO:0006629
lipid metabolic process

6.96e−08
222 / 1026

GO:0006644
phospholipid metabolic process

0.000170
78 / 337

GO:0006650
glycerophospholipid metabolic process

1.25e−09
60 / 177

GO:0006661
phosphatidylinositol biosynthetic process

7.71e−11
40 / 90

GO:0006793
phosphorus metabolic process

0.008836
258 / 1446

GO:0006796
phosphate−containing compound metabolic process

0.015188
247 / 1396

GO:0006810
transport
0.001250

321 / 1771

GO:0006996
organelle organization

7.98e−06
252 / 1261

GO:0007010
cytoskeleton organization

6.78e−06
85 / 344

GO:0007017
microtubule−based process

6.78e−06
62 / 230

GO:0008150
biological_process

1.000000
1786 / 11403

GO:0008152
metabolic process

9.40e−07
1134 / 6658

GO:0008610
lipid biosynthetic process

0.003449
134 / 689

GO:0008654
phospholipid biosynthetic process

0.001187
67 / 299

GO:0009058
biosynthetic process

0.000769
665 / 3869

GO:0009987
cellular process

1.49e−07
1189 / 6974

GO:0016043
cellular component organization

0.006904
357 / 2040

GO:0016192
vesicle−mediated transport

3.91e−09
97 / 350

GO:0019637
organophosphate metabolic process

0.031207
109 / 589

GO:0022607
cellular component assembly

0.014597
124 / 660

GO:0031109
microtubule polymerization or depolymerization

3.12e−09
31 / 67

GO:0034622
cellular macromolecular complex assembly

0.013657
95 / 490

GO:0043623
cellular protein complex assembly

0.042754
84 / 449

GO:0043933
macromolecular complex subunit organization

0.073816
148 / 847

GO:0044085
cellular component biogenesis

0.267738
157 / 957

GO:0044237
cellular metabolic process

5.62e−08
978 / 5584

GO:0044238
primary metabolic process

2.24e−09
999 / 5649

GO:0044249
cellular biosynthetic process

0.003133
612 / 3588

GO:0044255
cellular lipid metabolic process

5.98e−08
185 / 823

GO:0044699
single−organism process

1.73e−07
1092 / 6344

GO:0044710
single−organism metabolic process

9.00e−09
680 / 3679

GO:0044711
single−organism biosynthetic process

0.000265
348 / 1894

GO:0044763
single−organism cellular process

5.20e−09
875 / 4879

GO:0044765
single−organism transport

0.001015
286 / 1556

GO:0045017
glycerolipid biosynthetic process

2.34e−08
52 / 155

GO:0046474
glycerophospholipid biosynthetic process

9.31e−09
50 / 143

GO:0046486
glycerolipid metabolic process

3.67e−09
62 / 190

GO:0046488
phosphatidylinositol metabolic process

3.05e−12
50 / 118

GO:0046785
microtubule polymerization

7.55e−10
31 / 64

GO:0046907
intracellular transport

4.63e−08
155 / 661

GO:0048193
Golgi vesicle transport

6.62e−11
68 / 199

GO:0051179
localization
0.001263

347 / 1928

GO:0051234
establishment of localization

0.002760
326 / 1823

GO:0051258
protein polymerization

6.35e−06
47 / 159

GO:0051641
cellular localization

5.87e−07
174 / 789

GO:0051649
establishment of localization in cell

1.36e−06
163 / 739

GO:0065003
macromolecular complex assembly

0.027251
100 / 533

GO:0070271
protein complex biogenesis

0.038328
97 / 523

GO:0071704
organic substance metabolic process

1.50e−09
1053 / 5988

GO:0071822
protein complex subunit organization

0.013630
109 / 571

GO:0071840
cellular component organization or biogenesis

0.045357
379 / 2249

GO:0090407
organophosphate biosynthetic process

0.008052
87 / 435

GO:1901576
organic substance biosynthetic process

0.001064
640 / 3724

GO:1902578
single−organism localization

0.001294
287 / 1568

GO:1902582
single−organism intracellular transport

4.94e−08
143 / 599

GO:1902589
single−organism organelle organization

8.04e−05
153 / 736


