
GO:0000166
nucleotide binding

1.89e−05
266 / 1396

GO:0001882
nucleoside binding

6.40e−06
200 / 990

GO:0001883
purine nucleoside binding

5.18e−06
200 / 987

GO:0003674
molecular_function

1.000000
1234 / 8052

GO:0003824
catalytic activity

6.38e−05
561 / 3259

GO:0004672
protein kinase activity

1.89e−08
112 / 445

GO:0005488
binding

0.007778
623 / 3807

GO:0005524
ATP binding

3.27e−08
177 / 796

GO:0016301
kinase activity

1.30e−08
130 / 535

GO:0016740
transferase activity

2.14e−05
244 / 1267

GO:0016772
transferase activity, transferring phosphorus−containing gro...

2.49e−06
137 / 622

GO:0016773
phosphotransferase activity, alcohol group as acceptor

1.20e−08
123 / 498

GO:0017076
purine nucleotide binding

2.30e−06
203 / 993

GO:0030554
adenyl nucleotide binding

2.19e−06
183 / 878

GO:0032549
ribonucleoside binding

6.40e−06
200 / 990

GO:0032550
purine ribonucleoside binding

5.18e−06
200 / 987

GO:0032553
ribonucleotide binding

6.50e−06
201 / 996

GO:0032555
purine ribonucleotide binding

5.18e−06
200 / 987

GO:0032559
adenyl ribonucleotide binding

2.70e−06
182 / 875

GO:0035639
purine ribonucleoside triphosphate binding

1.06e−07
195 / 909

GO:0036094
small molecule binding

4.79e−05
270 / 1437

GO:0043167
ion binding
0.000274
375 / 2119

GO:0043168
anion binding

3.53e−06
235 / 1185

GO:0097159
organic cyclic compound binding

0.212777
396 / 2503

GO:0097367
carbohydrate derivative binding

1.12e−06
208 / 1012

GO:1901265
nucleoside phosphate binding

1.89e−05
266 / 1396

GO:1901363
heterocyclic compound binding

0.203925
396 / 2500


