
GO:0000166
nucleotide binding

0.1644
19 / 1356

GO:0003674
molecular_function
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pyrophosphatase activity

0.2065
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GO:0016817
hydrolase activity, acting on acid anhydrides

0.1104
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hydrolase activity, acting on acid anhydrides, in phosphorus...
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nucleoside−triphosphatase activity
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6 / 343
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small molecule binding
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19 / 1393
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ion binding
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anion binding
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16 / 1151
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nutrient reservoir activity
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cofactor binding

0.4108
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GO:0050660
flavin adenine dinucleotide binding
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3 / 69
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coenzyme binding
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organic cyclic compound binding

0.2307
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nucleoside phosphate binding
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heterocyclic compound binding
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