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catalytic activity
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acid phosphatase activity
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11 / 15
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hydrolase activity, hydrolyzing O−glycosyl compounds
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76 / 188
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transporter activity
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184 / 547
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binding
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1177 / 3937
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anion transmembrane transporter activity
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50 / 116

GO:0008514
organic anion transmembrane transporter activity
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36 / 69

GO:0015075
ion transmembrane transporter activity

0.263229
88 / 272

GO:0016787
hydrolase activity

0.070933
405 / 1256

GO:0016788
hydrolase activity, acting on ester bonds

0.002302
134 / 358

GO:0016791
phosphatase activity

0.006359
48 / 115

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.000864
82 / 200

GO:0022857
transmembrane transporter activity

0.058504
139 / 408

GO:0022891
substrate−specific transmembrane transporter activity

0.016184
121 / 337

GO:0022892
substrate−specific transporter activity

0.006914
143 / 395

GO:0030170
pyridoxal phosphate binding

0.002296
20 / 37

GO:0042578
phosphoric ester hydrolase activity

0.015528
56 / 143

GO:0043167
ion binding
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594 / 2055

GO:0043168
anion binding

0.965291
320 / 1135

GO:0048037
cofactor binding

0.041330
71 / 195

GO:0097159
organic cyclic compound binding

0.908720
758 / 2573

GO:1901363
heterocyclic compound binding

0.916041
755 / 2566


