
GO:0003674
molecular_function

1.000000
1216 / 9430

GO:0003676
nucleic acid binding

0.937429
146 / 1259

GO:0003723
RNA binding

0.914800
31 / 296

GO:0003727
single−stranded RNA binding

0.009827
7 / 20

GO:0003824
catalytic activity

0.004020
543 / 3877

GO:0005488
binding

0.002169
611 / 4375

GO:0005515
protein binding

6.17e−09
215 / 1169

GO:0008187
poly−pyrimidine tract binding

0.000492
7 / 13

GO:0008266
poly(U) RNA binding

0.000492
7 / 13

GO:0016168
chlorophyll binding

3.75e−05
10 / 19

GO:0016491
oxidoreductase activity

0.011540
122 / 781

GO:0016903
oxidoreductase activity, acting on the aldehyde or oxo group...

9.94e−05
15 / 41

GO:0046906
tetrapyrrole binding

0.239472
29 / 196

GO:0097159
organic cyclic compound binding

0.300568
368 / 2790

GO:1901363
heterocyclic compound binding

0.326544
366 / 2783


