
GO:0003674
molecular_function

1.000000
537 / 9441

GO:0003824
catalytic activity

3.65e−06
275 / 3945

GO:0005488
binding

0.478202
252 / 4411

GO:0005507
copper ion binding

6.66e−06
23 / 145

GO:0016168
chlorophyll binding

4.50e−06
8 / 19

GO:0016491
oxidoreductase activity

6.99e−05
76 / 866

GO:0016874
ligase activity

0.000689
16 / 114

GO:0016879
ligase activity, forming carbon−nitrogen bonds

8.15e−05
12 / 58

GO:0043167
ion binding
0.934987

122 / 2395

GO:0043169
cation binding

0.365345
78 / 1317

GO:0046872
metal ion binding

0.321644
74 / 1232

GO:0046906
tetrapyrrole binding

0.277469
14 / 205

GO:0046914
transition metal ion binding

0.361061
58 / 970

GO:0097159
organic cyclic compound binding

0.943240
141 / 2753

GO:1901363
heterocyclic compound binding

0.938044
141 / 2745


