
GO:0000003
reproduction

0.128975
157 / 292

GO:0006139
nucleobase−containing compound metabolic process

0.894535
880 / 1794

GO:0006351
transcription, DNA−templated

0.023934
604 / 1137

GO:0006355
regulation of transcription, DNA−templated

0.002287
568 / 1042

GO:0006725
cellular aromatic compound metabolic process

0.913366
1013 / 2065

GO:0006807
nitrogen compound metabolic process

0.993783
980 / 2044

GO:0007275
multicellular organismal development

0.367479
702 / 1382

GO:0007276
gamete generation

0.009545
42 / 64

GO:0008150
biological_process

1.000000
4419 / 8778

GO:0008152
metabolic process

0.973380
2333 / 4723

GO:0009058
biosynthetic process

0.899734
1270 / 2576

GO:0009059
macromolecule biosynthetic process

0.232542
883 / 1726

GO:0009889
regulation of biosynthetic process

0.016315
607 / 1138

GO:0009987
cellular process

0.970485
2442 / 4937

GO:0010467
gene expression

0.136455
719 / 1390

GO:0010468
regulation of gene expression

0.014869
605 / 1133

GO:0010556
regulation of macromolecule biosynthetic process

0.010139
583 / 1086

GO:0016070
RNA metabolic process

0.225579
739 / 1441

GO:0018130
heterocycle biosynthetic process

0.360082
670 / 1318

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.007868
586 / 1089

GO:0019222
regulation of metabolic process

0.080499
738 / 1417

GO:0019438
aromatic compound biosynthetic process

0.134053
737 / 1425

GO:0019953
sexual reproduction

0.011382
61 / 98

GO:0022414
reproductive process

0.142276
503 / 967

GO:0031323
regulation of cellular metabolic process

0.014343
663 / 1245

GO:0031326
regulation of cellular biosynthetic process

0.011545
590 / 1101

GO:0032501
multicellular organismal process

0.207604
806 / 1571

GO:0032502
developmental process

0.257163
837 / 1638

GO:0032504
multicellular organism reproduction

0.348482
84 / 161

GO:0032774
RNA biosynthetic process

0.025840
604 / 1138

GO:0034641
cellular nitrogen compound metabolic process

0.958402
936 / 1925

GO:0034645
cellular macromolecule biosynthetic process

0.230857
875 / 1710

GO:0034654
nucleobase−containing compound biosynthetic process

0.103165
628 / 1206

GO:0043170
macromolecule metabolic process

0.703449
1523 / 3048

GO:0044237
cellular metabolic process

0.966593
1884 / 3826

GO:0044238
primary metabolic process

0.966718
1893 / 3844

GO:0044249
cellular biosynthetic process

0.713111
1208 / 2422

GO:0044260
cellular macromolecule metabolic process

0.803827
1423 / 2863

GO:0044271
cellular nitrogen compound biosynthetic process

0.254518
671 / 1310

GO:0044699
single−organism process

0.999705
2193 / 4515

GO:0044702
single organism reproductive process

0.188415
433 / 835

GO:0044703
multi−organism reproductive process

0.000908
178 / 300

GO:0044707
single−multicellular organism process

0.369946
713 / 1404

GO:0044767
single−organism developmental process

0.369388
812 / 1600

GO:0046483
heterocycle metabolic process

0.979426
930 / 1925

GO:0048229
gametophyte development

0.001130
128 / 210

GO:0048232
male gamete generation

0.001406
17 / 20

GO:0048609
multicellular organismal reproductive process

0.254000
79 / 148

GO:0050789
regulation of biological process

0.886354
1099 / 2231

GO:0050794
regulation of cellular process

0.690793
983 / 1971

GO:0051171
regulation of nitrogen compound metabolic process

0.012520
589 / 1100

GO:0051252
regulation of RNA metabolic process

0.002546
568 / 1043

GO:0051704
multi−organism process

0.360903
447 / 877

GO:0060255
regulation of macromolecule metabolic process

0.040465
645 / 1224

GO:0065007
biological regulation

0.895254
1174 / 2383

GO:0071704
organic substance metabolic process

0.967740
2055 / 4167

GO:0080090
regulation of primary metabolic process

0.062614
639 / 1219

GO:0090304
nucleic acid metabolic process

0.579422
833 / 1661

GO:0097659
nucleic acid−templated transcription

0.023934
604 / 1137

GO:1901360
organic cyclic compound metabolic process

0.924245
1035 / 2112

GO:1901362
organic cyclic compound biosynthetic process

0.197011
760 / 1479

GO:1901576
organic substance biosynthetic process

0.816347
1247 / 2514

GO:1903506
regulation of nucleic acid−templated transcription

0.002287
568 / 1042

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.010139
583 / 1086

GO:2001141
regulation of RNA biosynthetic process

0.002287
568 / 1042


