
GO:0003674
molecular_function

1.000000
5878 / 10628

GO:0003676
nucleic acid binding

0.984337
777 / 1473

GO:0003723
RNA binding

0.027516
272 / 455

GO:0003735
structural constituent of ribosome

2.86e−08
206 / 291

GO:0003824
catalytic activity

0.007870
2551 / 4501

GO:0005198
structural molecule activity

3.05e−06
252 / 378

GO:0005488
binding

0.773619
2808 / 5111

GO:0008135
translation factor activity, nucleic acid binding

0.000634
60 / 82

GO:0008233
peptidase activity

0.000481
196 / 303

GO:0016787
hydrolase activity

0.053576
888 / 1552

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.000529
185 / 285

GO:0097159
organic cyclic compound binding

0.998003
1719 / 3230

GO:1901363
heterocyclic compound binding

0.998673
1710 / 3219


