
GO:0001510
RNA methylation

2.74e−19
151 / 174

GO:0006139
nucleobase−containing compound metabolic process

0.005570
1490 / 2591

GO:0006412
translation
3.12e−12
321 / 453

GO:0006461
protein complex assembly

0.000316
334 / 534

GO:0006725
cellular aromatic compound metabolic process

0.003332
1727 / 3007

GO:0006807
nitrogen compound metabolic process

8.49e−05
1854 / 3190

GO:0006950
response to stress

0.000232
1343 / 2293

GO:0008150
biological_process

1.000000
5987 / 10821

GO:0008152
metabolic process

7.21e−09
3916 / 6821

GO:0009058
biosynthetic process

2.07e−08
2403 / 4094

GO:0009059
macromolecule biosynthetic process

0.002649
1400 / 2421

GO:0009451
RNA modification

1.24e−11
199 / 265

GO:0009987
cellular process

4.22e−07
4112 / 7214

GO:0010033
response to organic substance

0.010118
895 / 1541

GO:0010467
gene expression

0.001765
1161 / 1992

GO:0016043
cellular component organization

6.39e−08
1325 / 2196

GO:0016070
RNA metabolic process

0.036263
1096 / 1916

GO:0019538
protein metabolic process

1.71e−11
1621 / 2663

GO:0022607
cellular component assembly

0.000791
404 / 659

GO:0032259
methylation
7.38e−10
301 / 434

GO:0034622
cellular macromolecular complex assembly

0.000151
322 / 510

GO:0034641
cellular nitrogen compound metabolic process

0.000374
1681 / 2898

GO:0034645
cellular macromolecule biosynthetic process

0.003626
1368 / 2368

GO:0035966
response to topologically incorrect protein

1.31e−07
185 / 261

GO:0042221
response to chemical

4.77e−05
1284 / 2174

GO:0043170
macromolecule metabolic process

8.36e−07
2576 / 4435

GO:0043248
proteasome assembly

3.05e−12
128 / 157

GO:0043412
macromolecule modification

3.12e−05
1075 / 1803

GO:0043414
macromolecule methylation

2.09e−09
295 / 427

GO:0043623
cellular protein complex assembly

0.000284
286 / 452

GO:0043933
macromolecular complex subunit organization

8.17e−06
569 / 916

GO:0044085
cellular component biogenesis

3.64e−06
634 / 1023

GO:0044237
cellular metabolic process

3.38e−08
3411 / 5913

GO:0044238
primary metabolic process

1.67e−09
3367 / 5809

GO:0044249
cellular biosynthetic process

8.59e−08
2206 / 3754

GO:0044260
cellular macromolecule metabolic process

9.69e−06
2419 / 4177

GO:0044267
cellular protein metabolic process

1.12e−09
1481 / 2443

GO:0046483
heterocycle metabolic process

0.002081
1656 / 2874

GO:0050896
response to stimulus

0.002163
2141 / 3742

GO:0051788
response to misfolded protein

3.05e−12
128 / 157

GO:0065003
macromolecular complex assembly

0.000208
347 / 554

GO:0070271
protein complex biogenesis

0.000384
334 / 535

GO:0071704
organic substance metabolic process

3.09e−09
3596 / 6230

GO:0071822
protein complex subunit organization

5.79e−05
366 / 580

GO:0071840
cellular component organization or biogenesis

1.27e−09
1484 / 2449

GO:0090304
nucleic acid metabolic process

0.012009
1268 / 2206

GO:1901360
organic cyclic compound metabolic process

0.000736
1823 / 3159

GO:1901576
organic substance biosynthetic process

4.87e−07
2301 / 3938


