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DNA binding
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sequence−specific DNA binding transcription factor activity
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protein kinase activity
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255 / 476

GO:0004683
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calcium ion binding
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transferase activity
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transferase activity, transferring phosphorus−containing gro...
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phosphotransferase activity, alcohol group as acceptor
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ion binding
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cation binding
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metal ion binding
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organic cyclic compound binding
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heterocyclic compound binding
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