
GO:0001510
RNA methylation

1.51e−18
152 / 172

GO:0006139
nucleobase−containing compound metabolic process

0.003244
1539 / 2551

GO:0006461
protein complex assembly

0.001655
342 / 533

GO:0006725
cellular aromatic compound metabolic process

0.000513
1789 / 2955

GO:0006807
nitrogen compound metabolic process

1.46e−05
1922 / 3146

GO:0006950
response to stress

0.000198
1396 / 2279

GO:0008150
biological_process

1.000000
6238 / 10757

GO:0008152
metabolic process

1.95e−08
4051 / 6750

GO:0009058
biosynthetic process

7.21e−08
2477 / 4046

GO:0009451
RNA modification

8.59e−12
205 / 264

GO:0009853
photorespiration

3.48e−11
116 / 138

GO:0009987
cellular process

2.22e−07
4261 / 7136

GO:0010033
response to organic substance

0.015428
931 / 1538

GO:0016043
cellular component organization

5.88e−08
1366 / 2168

GO:0016070
RNA metabolic process

0.032285
1136 / 1896

GO:0022607
cellular component assembly

0.000738
419 / 655

GO:0032259
methylation
1.39e−09
305 / 425

GO:0034622
cellular macromolecular complex assembly

0.000427
331 / 508

GO:0034641
cellular nitrogen compound metabolic process

0.000186
1737 / 2856

GO:0035966
response to topologically incorrect protein

2.72e−06
185 / 258

GO:0042221
response to chemical

0.001422
1323 / 2175

GO:0043094
cellular metabolic compound salvage

7.42e−10
127 / 157

GO:0043170
macromolecule metabolic process

6.83e−06
2648 / 4377

GO:0043248
proteasome assembly

4.17e−11
128 / 155

GO:0043412
macromolecule modification

0.000165
1099 / 1777

GO:0043414
macromolecule methylation

3.56e−09
299 / 418

GO:0043623
cellular protein complex assembly

0.000957
293 / 450

GO:0043933
macromolecular complex subunit organization

1.24e−05
586 / 907

GO:0044085
cellular component biogenesis

2.98e−05
650 / 1017

GO:0044237
cellular metabolic process

7.00e−08
3522 / 5841

GO:0044238
primary metabolic process

1.57e−08
3467 / 5734

GO:0044249
cellular biosynthetic process

5.47e−08
2275 / 3700

GO:0044260
cellular macromolecule metabolic process

7.63e−05
2485 / 4122

GO:0046483
heterocycle metabolic process

0.000625
1716 / 2833

GO:0050896
response to stimulus

0.002845
2225 / 3720

GO:0051788
response to misfolded protein

4.17e−11
128 / 155

GO:0065003
macromolecular complex assembly

0.001553
355 / 554

GO:0070271
protein complex biogenesis

0.001655
342 / 533

GO:0071704
organic substance metabolic process

1.47e−09
3715 / 6146

GO:0071822
protein complex subunit organization

0.000603
374 / 580

GO:0071840
cellular component organization or biogenesis

1.52e−09
1530 / 2420

GO:0090304
nucleic acid metabolic process

0.009273
1306 / 2168

GO:1901360
organic cyclic compound metabolic process

6.54e−05
1892 / 3109


