
GO:0001071
nucleic acid binding transcription factor activity

1.29e−06
509 / 817

GO:0003674
molecular_function

1.00000
4808 / 8825

GO:0003676
nucleic acid binding

0.06294
686 / 1213

GO:0003677
DNA binding

0.00735
518 / 887

GO:0003700
sequence−specific DNA binding transcription factor activity

1.29e−06
509 / 817

GO:0003824
catalytic activity

0.99107
1832 / 3461

GO:0004672
protein kinase activity

0.11422
326 / 572

GO:0004674
protein serine/threonine kinase activity

0.25733
275 / 491

GO:0004683
calmodulin−dependent protein kinase activity

0.02512
15 / 19

GO:0005488
binding
0.40469

2205 / 4036

GO:0005509
calcium ion binding

0.01087
80 / 123

GO:0016301
kinase activity

0.36576
355 / 643

GO:0016740
transferase activity

0.91310
726 / 1374

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.59371
393 / 726

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.24488
346 / 619

GO:0043167
ion binding

0.79684
1217 / 2264

GO:0043169
cation binding

0.67079
619 / 1148

GO:0046872
metal ion binding

0.58864
567 / 1046

GO:0097159
organic cyclic compound binding

0.31432
1453 / 2647

GO:1901363
heterocyclic compound binding

0.30383
1452 / 2644


