
GO:0001510
RNA methylation

2.49e−20
156 / 171

GO:0006139
nucleobase−containing compound metabolic process

0.008151
1558 / 2508

GO:0006461
protein complex assembly

0.001086
349 / 525

GO:0006725
cellular aromatic compound metabolic process

0.004235
1823 / 2936

GO:0006807
nitrogen compound metabolic process

0.000468
1952 / 3123

GO:0006950
response to stress

6.13e−06
1508 / 2358

GO:0008150
biological_process

1.000000
6531 / 10877

GO:0008152
metabolic process

6.51e−09
4235 / 6818

GO:0009058
biosynthetic process

2.29e−07
2576 / 4082

GO:0009451
RNA modification

1.06e−11
206 / 259

GO:0009853
photorespiration

5.54e−14
124 / 140

GO:0009987
cellular process

1.34e−08
4453 / 7191

GO:0010033
response to organic substance

0.001151
1010 / 1590

GO:0016043
cellular component organization

6.57e−07
1398 / 2164

GO:0016070
RNA metabolic process

0.079211
1142 / 1856

GO:0022607
cellular component assembly

0.008591
417 / 646

GO:0032259
methylation
9.08e−10
301 / 406

GO:0034622
cellular macromolecular complex assembly

0.000259
340 / 504

GO:0034641
cellular nitrogen compound metabolic process

0.001230
1762 / 2821

GO:0035966
response to topologically incorrect protein

1.74e−07
202 / 270

GO:0042221
response to chemical

3.48e−06
1441 / 2245

GO:0043094
cellular metabolic compound salvage

4.14e−14
137 / 157

GO:0043170
macromolecule metabolic process

3.83e−05
2730 / 4381

GO:0043248
proteasome assembly

1.85e−13
136 / 157

GO:0043412
macromolecule modification

0.006069
1108 / 1766

GO:0043414
macromolecule methylation

2.20e−09
295 / 399

GO:0043623
cellular protein complex assembly

0.000186
302 / 443

GO:0043933
macromolecular complex subunit organization

1.90e−05
587 / 882

GO:0044085
cellular component biogenesis

0.000256
655 / 1005

GO:0044237
cellular metabolic process

5.16e−08
3663 / 5874

GO:0044238
primary metabolic process

1.69e−08
3604 / 5767

GO:0044249
cellular biosynthetic process

1.01e−06
2349 / 3720

GO:0044260
cellular macromolecule metabolic process

0.000238
2562 / 4122

GO:0046483
heterocycle metabolic process

0.004380
1742 / 2803

GO:0050896
response to stimulus

0.000170
2379 / 3816

GO:0051788
response to misfolded protein

1.85e−13
136 / 157

GO:0065003
macromolecular complex assembly

0.001307
361 / 545

GO:0070271
protein complex biogenesis

0.001320
349 / 526

GO:0071704
organic substance metabolic process

3.20e−09
3866 / 6193

GO:0071822
protein complex subunit organization

0.000194
384 / 572

GO:0071840
cellular component organization or biogenesis

4.98e−08
1560 / 2410

GO:0090304
nucleic acid metabolic process

0.042952
1313 / 2128

GO:1901360
organic cyclic compound metabolic process

0.000516
1938 / 3101


