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molecular_function
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6312 / 10538

GO:0003676
nucleic acid binding

0.17956
900 / 1475

GO:0003723
RNA binding

0.00135
311 / 467

GO:0003735
structural constituent of ribosome

8.58e−09
226 / 300

GO:0003824
catalytic activity

0.39161
2659 / 4427

GO:0005198
structural molecule activity

3.70e−06
272 / 384
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binding
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3038 / 5036

GO:0005507
copper ion binding

0.00532
117 / 168

GO:0016853
isomerase activity

0.01438
109 / 159

GO:0016859
cis−trans isomerase activity

0.00423
33 / 41

GO:0043167
ion binding

0.90898
1564 / 2659

GO:0043169
cation binding

0.67018
825 / 1389

GO:0046872
metal ion binding

0.52317
792 / 1323

GO:0046914
transition metal ion binding

0.52755
632 / 1056

GO:0097159
organic cyclic compound binding

0.60985
1903 / 3187

GO:1901363
heterocyclic compound binding

0.63319
1895 / 3176


