
GO:0001510
RNA methylation

3.42e−16
150 / 170

GO:0005975
carbohydrate metabolic process

7.35e−09
795 / 1173

GO:0006139
nucleobase−containing compound metabolic process

0.202862
1507 / 2474

GO:0006461
protein complex assembly

0.000576
351 / 524

GO:0006725
cellular aromatic compound metabolic process

0.075213
1784 / 2910

GO:0006807
nitrogen compound metabolic process

0.002623
1916 / 3077

GO:0006950
response to stress

0.000460
1479 / 2342

GO:0008150
biological_process

1.000000
6452 / 10722

GO:0008152
metabolic process

1.25e−06
4170 / 6737

GO:0009056
catabolic process

1.15e−12
880 / 1273

GO:0009058
biosynthetic process

1.92e−07
2553 / 4035

GO:0009451
RNA modification

2.31e−09
199 / 257

GO:0009853
photorespiration

1.02e−13
123 / 139

GO:0009987
cellular process

2.64e−07
4397 / 7106

GO:0010033
response to organic substance

0.034231
987 / 1585

GO:0016043
cellular component organization

4.66e−08
1402 / 2150

GO:0016052
carbohydrate catabolic process

3.55e−13
256 / 325

GO:0016070
RNA metabolic process

0.589901
1101 / 1836

GO:0022607
cellular component assembly

0.004018
421 / 646

GO:0032259
methylation
2.06e−08
292 / 399

GO:0034622
cellular macromolecular complex assembly

5.93e−05
342 / 500

GO:0034641
cellular nitrogen compound metabolic process

0.024182
1719 / 2783

GO:0035966
response to topologically incorrect protein

1.63e−06
193 / 261

GO:0042221
response to chemical

0.000349
1415 / 2235

GO:0043094
cellular metabolic compound salvage

3.38e−13
135 / 156

GO:0043170
macromolecule metabolic process

0.000131
2675 / 4294

GO:0043248
proteasome assembly

1.63e−13
134 / 154

GO:0043412
macromolecule modification

0.001342
1093 / 1723

GO:0043414
macromolecule methylation

8.66e−08
285 / 392

GO:0043623
cellular protein complex assembly

5.99e−05
306 / 444

GO:0043933
macromolecular complex subunit organization

1.44e−05
582 / 871

GO:0044085
cellular component biogenesis

0.000173
659 / 1007

GO:0044237
cellular metabolic process

1.48e−07
3613 / 5788

GO:0044238
primary metabolic process

1.11e−08
3560 / 5680

GO:0044249
cellular biosynthetic process

7.29e−07
2330 / 3679

GO:0044260
cellular macromolecule metabolic process

0.001145
2504 / 4036

GO:0044699
single−organism process

0.000644
3936 / 6407

GO:0044710
single−organism metabolic process

4.15e−07
2477 / 3916

GO:0044712
single−organism catabolic process

6.13e−13
593 / 828

GO:0044723
single−organism carbohydrate metabolic process

3.09e−10
678 / 978

GO:0044724
single−organism carbohydrate catabolic process

2.24e−13
239 / 300

GO:0046483
heterocycle metabolic process

0.052919
1702 / 2768

GO:0050896
response to stimulus

0.000854
2351 / 3780

GO:0051788
response to misfolded protein

1.63e−13
134 / 154

GO:0065003
macromolecular complex assembly

0.000583
363 / 543

GO:0070271
protein complex biogenesis

0.000708
351 / 525

GO:0071704
organic substance metabolic process

1.49e−08
3820 / 6116

GO:0071822
protein complex subunit organization

0.000141
385 / 571

GO:0071840
cellular component organization or biogenesis

3.88e−09
1566 / 2400

GO:0090304
nucleic acid metabolic process

0.375150
1270 / 2099

GO:1901360
organic cyclic compound metabolic process

0.009687
1902 / 3071

GO:1901575
organic substance catabolic process

5.41e−13
767 / 1095


