
GO:0001666
response to hypoxia

0.00323
42 / 58

GO:0006139
nucleobase−containing compound metabolic process

0.62311
961 / 1786

GO:0006351
transcription, DNA−templated

0.01953
668 / 1173

GO:0006355
regulation of transcription, DNA−templated

0.00357
625 / 1078

GO:0006725
cellular aromatic compound metabolic process

0.81797
1095 / 2056

GO:0006807
nitrogen compound metabolic process

0.97330
1072 / 2051

GO:0006950
response to stress

0.97767
789 / 1523

GO:0008150
biological_process

1.00000
4845 / 8954

GO:0008152
metabolic process

0.98704
2566 / 4838

GO:0009058
biosynthetic process

0.92787
1389 / 2624

GO:0009059
macromolecule biosynthetic process

0.29977
973 / 1779

GO:0009628
response to abiotic stimulus

0.94515
486 / 940

GO:0009889
regulation of biosynthetic process

0.01992
664 / 1166

GO:0009987
cellular process

0.99413
2685 / 5070

GO:0010467
gene expression

0.11251
781 / 1404

GO:0010468
regulation of gene expression

0.01485
662 / 1159

GO:0010556
regulation of macromolecule biosynthetic process

0.00688
641 / 1113

GO:0016070
RNA metabolic process

0.12602
811 / 1461

GO:0018130
heterocycle biosynthetic process

0.34135
733 / 1341

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.00807
644 / 1120

GO:0019222
regulation of metabolic process

0.06103
807 / 1441

GO:0019438
aromatic compound biosynthetic process

0.18409
798 / 1445

GO:0031323
regulation of cellular metabolic process

0.02030
723 / 1273

GO:0031326
regulation of cellular biosynthetic process

0.00960
648 / 1129

GO:0032774
RNA biosynthetic process

0.02125
668 / 1174

GO:0034641
cellular nitrogen compound metabolic process

0.87239
1019 / 1923

GO:0034645
cellular macromolecule biosynthetic process

0.27418
963 / 1758

GO:0034654
nucleobase−containing compound biosynthetic process

0.06913
689 / 1228

GO:0036293
response to decreased oxygen levels

0.00539
42 / 59

GO:0043170
macromolecule metabolic process

0.72858
1681 / 3131

GO:0044237
cellular metabolic process

0.99021
2067 / 3920

GO:0044238
primary metabolic process

0.98505
2087 / 3950

GO:0044249
cellular biosynthetic process

0.81655
1318 / 2470

GO:0044260
cellular macromolecule metabolic process

0.80868
1572 / 2940

GO:0044271
cellular nitrogen compound biosynthetic process

0.26086
732 / 1332

GO:0046483
heterocycle metabolic process

0.89129
1015 / 1919

GO:0050789
regulation of biological process

0.73524
1231 / 2298

GO:0050794
regulation of cellular process

0.51201
1107 / 2046

GO:0050896
response to stimulus

0.99909
1331 / 2582

GO:0051171
regulation of nitrogen compound metabolic process

0.01416
649 / 1135

GO:0051252
regulation of RNA metabolic process

0.00398
625 / 1079

GO:0060255
regulation of macromolecule metabolic process

0.02197
707 / 1245

GO:0065007
biological regulation

0.82135
1316 / 2467

GO:0070482
response to oxygen levels

0.00539
42 / 59

GO:0071704
organic substance metabolic process

0.99158
2252 / 4265

GO:0080090
regulation of primary metabolic process

0.05415
702 / 1248

GO:0090304
nucleic acid metabolic process

0.33439
912 / 1670

GO:0097659
nucleic acid−templated transcription

0.01953
668 / 1173

GO:1901360
organic cyclic compound metabolic process

0.80943
1129 / 2118

GO:1901362
organic cyclic compound biosynthetic process

0.25860
829 / 1510

GO:1901576
organic substance biosynthetic process

0.89953
1359 / 2561

GO:1903506
regulation of nucleic acid−templated transcription

0.00357
625 / 1078

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.00688
641 / 1113

GO:2001141
regulation of RNA biosynthetic process

0.00357
625 / 1078


