
GO:0001510
RNA methylation

1.47e−17
150 / 170

GO:0006139
nucleobase−containing compound metabolic process

0.038966
1493 / 2480

GO:0006461
protein complex assembly

0.000200
352 / 533

GO:0006725
cellular aromatic compound metabolic process

0.015816
1759 / 2915

GO:0006807
nitrogen compound metabolic process

0.000206
1895 / 3091

GO:0006950
response to stress

3.32e−05
1461 / 2347

GO:0008150
biological_process

1.000000
6331 / 10794

GO:0008152
metabolic process

8.07e−08
4115 / 6794

GO:0009058
biosynthetic process

8.05e−08
2515 / 4066

GO:0009451
RNA modification

2.78e−09
198 / 261

GO:0009853
photorespiration

1.36e−15
124 / 139

GO:0009987
cellular process

3.04e−09
4338 / 7155

GO:0010033
response to organic substance

0.000781
980 / 1573

GO:0016043
cellular component organization

1.64e−08
1389 / 2175

GO:0016070
RNA metabolic process

0.119897
1097 / 1831

GO:0022607
cellular component assembly

0.001167
421 / 654

GO:0032259
methylation
5.35e−08
290 / 407

GO:0034622
cellular macromolecular complex assembly

2.78e−05
341 / 507

GO:0034641
cellular nitrogen compound metabolic process

0.002457
1701 / 2792

GO:0035966
response to topologically incorrect protein

5.31e−07
193 / 264

GO:0042221
response to chemical

3.04e−06
1406 / 2237

GO:0043094
cellular metabolic compound salvage

1.79e−16
138 / 156

GO:0043170
macromolecule metabolic process

9.40e−05
2642 / 4344

GO:0043248
proteasome assembly

1.49e−14
136 / 157

GO:0043412
macromolecule modification

0.009782
1081 / 1767

GO:0043414
macromolecule methylation

1.26e−07
284 / 400

GO:0043623
cellular protein complex assembly

5.26e−05
303 / 449

GO:0043933
macromolecular complex subunit organization

1.14e−05
581 / 889

GO:0044085
cellular component biogenesis

2.47e−06
661 / 1011

GO:0044237
cellular metabolic process

1.19e−07
3557 / 5839

GO:0044238
primary metabolic process

5.81e−08
3506 / 5746

GO:0044249
cellular biosynthetic process

4.82e−07
2287 / 3696

GO:0044260
cellular macromolecule metabolic process

0.000755
2471 / 4078

GO:0046483
heterocycle metabolic process

0.008940
1681 / 2775

GO:0050896
response to stimulus

2.83e−05
2324 / 3794

GO:0051788
response to misfolded protein

1.49e−14
136 / 157

GO:0065003
macromolecular complex assembly

0.000187
364 / 552

GO:0070271
protein complex biogenesis

0.000248
352 / 534

GO:0071704
organic substance metabolic process

1.42e−08
3767 / 6182

GO:0071822
protein complex subunit organization

5.72e−05
386 / 582

GO:0071840
cellular component organization or biogenesis

4.18e−10
1552 / 2423

GO:0090304
nucleic acid metabolic process

0.104993
1257 / 2099

GO:1901360
organic cyclic compound metabolic process

0.001320
1874 / 3076


