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nucleic acid binding transcription factor activity
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molecular_function

1.00000
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nucleic acid binding

0.10412
700 / 1250
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DNA binding
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526 / 904

GO:0003700
sequence−specific DNA binding transcription factor activity
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512 / 829

GO:0003824
catalytic activity

0.99848
1774 / 3389

GO:0004672
protein kinase activity

0.29504
307 / 553

GO:0004674
protein serine/threonine kinase activity
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261 / 473

GO:0004683
calmodulin−dependent protein kinase activity

0.01027
15 / 18
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2166 / 4034

GO:0005509
calcium ion binding

0.00163
79 / 116

GO:0016301
kinase activity

0.65232
338 / 630

GO:0016740
transferase activity

0.97072
703 / 1352

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.85452
377 / 718

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.56903
326 / 603

GO:0043167
ion binding

0.94675
1186 / 2243

GO:0043169
cation binding

0.68364
609 / 1134

GO:0046872
metal ion binding

0.66487
559 / 1040

GO:0097159
organic cyclic compound binding

0.73489
1433 / 2662

GO:1901363
heterocyclic compound binding

0.71676
1432 / 2658


