
GO:0001510

RNA methylation

1.34e−18

149 / 173

GO:0006139

nucleobase−containing compound metabolic process

0.008874

1469 / 2571

GO:0006461

protein complex assembly

0.000383

331 / 532

GO:0006725

cellular aromatic compound metabolic process

0.006830

1703 / 2987

GO:0006807

nitrogen compound metabolic process

0.000319

1826 / 3168

GO:0006950

response to stress

0.000896

1324 / 2283

GO:0008150

biological_process

1.000000

5942 / 10786

GO:0008152

metabolic process

9.59e−08

3870 / 6788

GO:0009451

RNA modification

5.52e−12

198 / 263

GO:0009987

cellular process

6.89e−07

4071 / 7175

GO:0010033

response to organic substance

0.003941

894 / 1535

GO:0016043

cellular component organization

4.18e−08

1310 / 2176

GO:0016070

RNA metabolic process

0.051221

1081 / 1903

GO:0022607

cellular component assembly

0.000304

404 / 656

GO:0032259

methylation

3.62e−09

295 / 430

GO:0034622

cellular macromolecular complex assembly

0.000133

320 / 508

GO:0034641

cellular nitrogen compound metabolic process

0.000872

1658 / 2879

GO:0035966

response to topologically incorrect protein

7.99e−08

187 / 264

GO:0042221

response to chemical

9.09e−05

1275 / 2173

GO:0043170

macromolecule metabolic process

1.82e−05

2537 / 4414

GO:0043248

proteasome assembly

8.17e−13

128 / 156

GO:0043412

macromolecule modification

0.000339

1058 / 1801

GO:0043414

macromolecule methylation

1.00e−08

289 / 423

GO:0043623

cellular protein complex assembly

0.000374

283 / 450

GO:0043933

macromolecular complex subunit organization

4.09e−05

561 / 915

GO:0044085

cellular component biogenesis

3.90e−06

625 / 1012

GO:0044237

cellular metabolic process

1.04e−07

3375 / 5883

GO:0044238

primary metabolic process

9.60e−08

3315 / 5773

GO:0044260

cellular macromolecule metabolic process

0.000118

2383 / 4157

GO:0046483

heterocycle metabolic process

0.004201

1635 / 2858

GO:0050896

response to stimulus

0.001130

2127 / 3724

GO:0051788

response to misfolded protein

8.17e−13

128 / 156

GO:0065003

macromolecular complex assembly

0.000418

343 / 553

GO:0070271

protein complex biogenesis

0.000464

331 / 533

GO:0071704

organic substance metabolic process

1.76e−07

3544 / 6196

GO:0071822

protein complex subunit organization

8.42e−05

363 / 579

GO:0071840

cellular component organization or biogenesis

1.47e−09

1464 / 2425

GO:0080129

proteasome core complex assembly

8.70e−12

99 / 117

GO:0090304

nucleic acid metabolic process

0.011568

1253 / 2188

GO:1901360

organic cyclic compound metabolic process

0.001117

1802 / 3140


