
GO:0000302
response to reactive oxygen species

0.06909
5 / 209

GO:0006139
nucleobase−containing compound metabolic process

0.07090
35 / 2629

GO:0006351
transcription, DNA−templated

0.21558
18 / 1403

GO:0006355
regulation of transcription, DNA−templated

0.19491
17 / 1292

GO:0006357
regulation of transcription from RNA polymerase II promoter

0.01049
2 / 15

GO:0006366
transcription from RNA polymerase II promoter

0.08390
2 / 46

GO:0006399
tRNA metabolic process

0.05828
3 / 84

GO:0006400
tRNA modification

0.00916
2 / 14

GO:0006725
cellular aromatic compound metabolic process

0.04955
41 / 3077

GO:0006807
nitrogen compound metabolic process

0.01550
45 / 3196

GO:0006950
response to stress

0.18464
30 / 2428

GO:0006979
response to oxidative stress

0.16683
6 / 353

GO:0008033
tRNA processing

0.00448
3 / 32

GO:0008150
biological_process

1.00000
130 / 12388

GO:0008152
metabolic process

0.81966
72 / 7299

GO:0009058
biosynthetic process

0.53720
44 / 4198

GO:0009059
macromolecule biosynthetic process

0.62157
26 / 2574

GO:0009451
RNA modification

0.71680
2 / 238

GO:0009889
regulation of biosynthetic process

0.35562
17 / 1454

GO:0009987
cellular process

0.47467
81 / 7634

GO:0010035
response to inorganic substance

0.12869
13 / 875

GO:0010467
gene expression

0.23213
25 / 2046

GO:0010468
regulation of gene expression

0.35454
17 / 1453

GO:0010556
regulation of macromolecule biosynthetic process

0.26273
17 / 1365

GO:0016070
RNA metabolic process

0.06821
28 / 2015

GO:0018130
heterocycle biosynthetic process

0.16043
24 / 1857

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.26471
17 / 1367

GO:0019222
regulation of metabolic process

0.77495
17 / 1869

GO:0019438
aromatic compound biosynthetic process

0.25553
24 / 1985

GO:0031323
regulation of cellular metabolic process

0.50996
17 / 1593

GO:0031326
regulation of cellular biosynthetic process

0.28584
17 / 1388

GO:0032774
RNA biosynthetic process

0.21735
18 / 1405

GO:0033554
cellular response to stress

0.01094
17 / 884

GO:0034470
ncRNA processing

0.06909
5 / 209

GO:0034599
cellular response to oxidative stress

0.06012
2 / 38

GO:0034614
cellular response to reactive oxygen species

0.03926
2 / 30

GO:0034641
cellular nitrogen compound metabolic process

0.05334
39 / 2917

GO:0034645
cellular macromolecule biosynthetic process

0.58020
26 / 2527

GO:0034654
nucleobase−containing compound biosynthetic process

0.34490
19 / 1627

GO:0034660
ncRNA metabolic process

0.05525
6 / 259

GO:0042221
response to chemical

0.07685
31 / 2298

GO:0043170
macromolecule metabolic process

0.31758
52 / 4662

GO:0043412
macromolecule modification

0.74100
18 / 1927

GO:0044237
cellular metabolic process

0.27177
68 / 6104

GO:0044238
primary metabolic process

0.44728
65 / 6075

GO:0044249
cellular biosynthetic process

0.34855
43 / 3860

GO:0044260
cellular macromolecule metabolic process

0.26253
50 / 4391

GO:0044271
cellular nitrogen compound biosynthetic process

0.28489
22 / 1838

GO:0046483
heterocycle metabolic process

0.03161
40 / 2896

GO:0050789
regulation of biological process

0.78081
30 / 3180

GO:0050794
regulation of cellular process

0.68242
27 / 2745

GO:0050896
response to stimulus

0.34437
45 / 4042

GO:0051171
regulation of nitrogen compound metabolic process

0.28380
17 / 1386

GO:0051252
regulation of RNA metabolic process

0.20276
17 / 1301

GO:0051716
cellular response to stimulus

0.09794
25 / 1832

GO:0060255
regulation of macromolecule metabolic process

0.49335
17 / 1578

GO:0065007
biological regulation

0.77593
33 / 3468

GO:0070887
cellular response to chemical stimulus

0.16716
12 / 836

GO:0071241
cellular response to inorganic substance

0.03926
2 / 30

GO:0071704
organic substance metabolic process

0.52541
69 / 6561

GO:0071731
response to nitric oxide

0.00916
2 / 14

GO:0071732
cellular response to nitric oxide

0.00916
2 / 14

GO:0080090
regulation of primary metabolic process

0.48668
17 / 1572

GO:0090304
nucleic acid metabolic process

0.05647
32 / 2320

GO:0097659
nucleic acid−templated transcription

0.21558
18 / 1403

GO:1901360
organic cyclic compound metabolic process

0.06266
42 / 3219

GO:1901362
organic cyclic compound biosynthetic process

0.39207
24 / 2137

GO:1901576
organic substance biosynthetic process

0.50527
43 / 4062

GO:1901698
response to nitrogen compound

0.43212
6 / 502

GO:1901699
cellular response to nitrogen compound

0.09612
3 / 104

GO:1901700
response to oxygen−containing compound

0.08344
21 / 1462

GO:1901701
cellular response to oxygen−containing compound

0.22200
8 / 551

GO:1902170
cellular response to reactive nitrogen species

0.01191
2 / 16

GO:1903506
regulation of nucleic acid−templated transcription

0.19491
17 / 1292

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.26273
17 / 1365

GO:2001141
regulation of RNA biosynthetic process

0.19491
17 / 1292


