
GO:0006139
nucleobase−containing compound metabolic process

0.05895
234 / 2645

GO:0006396
RNA processing

0.12905
34 / 344

GO:0006725
cellular aromatic compound metabolic process

0.05591
269 / 3061

GO:0006807
nitrogen compound metabolic process

0.04417
280 / 3175

GO:0008150
biological_process

1.00000
981 / 12125

GO:0008152
metabolic process

0.87452
563 / 7162

GO:0009892
negative regulation of metabolic process

0.01439
46 / 410

GO:0009987
cellular process

0.73920
597 / 7488

GO:0010033
response to organic substance

0.68137
125 / 1599

GO:0010267
production of ta−siRNAs involved in RNA interference

0.00201
12 / 58

GO:0010467
gene expression

0.09897
183 / 2075

GO:0010468
regulation of gene expression

0.05602
132 / 1433

GO:0010605
negative regulation of macromolecule metabolic process

0.00720
43 / 363

GO:0010608
posttranscriptional regulation of gene expression

0.09586
18 / 160

GO:0010629
negative regulation of gene expression

0.00287
41 / 325

GO:0014070
response to organic cyclic compound

0.13945
47 / 495

GO:0016070
RNA metabolic process

0.06160
184 / 2052

GO:0016246
RNA interference

0.02195
14 / 96

GO:0016441
posttranscriptional gene silencing

0.02326
15 / 106

GO:0016458
gene silencing

0.00878
29 / 226

GO:0019222
regulation of metabolic process

0.20624
158 / 1838

GO:0030422
production of siRNA involved in RNA interference

0.00597
13 / 74

GO:0031047
gene silencing by RNA

0.06646
20 / 173

GO:0031050
dsRNA fragmentation

0.00838
13 / 77

GO:0034641
cellular nitrogen compound metabolic process

0.07842
254 / 2908

GO:0035194
posttranscriptional gene silencing by RNA

0.03494
14 / 102

GO:0035821
modification of morphology or physiology of other organism

0.00234
12 / 59

GO:0040029
regulation of gene expression, epigenetic

0.01371
32 / 264

GO:0042221
response to chemical

0.57318
177 / 2209

GO:0043170
macromolecule metabolic process

0.68694
367 / 4618

GO:0043331
response to dsRNA

0.00838
13 / 77

GO:0044003
modification by symbiont of host morphology or physiology

0.00234
12 / 59

GO:0044237
cellular metabolic process

0.58879
485 / 6030

GO:0044238
primary metabolic process

0.68333
477 / 5978

GO:0044260
cellular macromolecule metabolic process

0.62751
347 / 4341

GO:0044403
symbiosis, encompassing mutualism through parasitism

0.00218
14 / 74

GO:0044419
interspecies interaction between organisms

0.00248
14 / 75

GO:0044699
single−organism process

0.40455
550 / 6747

GO:0044710
single−organism metabolic process

0.59610
315 / 3930

GO:0044763
single−organism cellular process

0.13805
437 / 5195

GO:0046483
heterocycle metabolic process

0.04731
256 / 2892

GO:0048519
negative regulation of biological process

0.01804
78 / 764

GO:0050789
regulation of biological process

0.26111
259 / 3092

GO:0050896
response to stimulus

0.83877
302 / 3898

GO:0051701
interaction with host

0.00213
13 / 66

GO:0051704
multi−organism process

0.59014
96 / 1207

GO:0051716
cellular response to stimulus

0.51903
141 / 1744

GO:0051817
modification of morphology or physiology of other organism i...

0.00234
12 / 59

GO:0060255
regulation of macromolecule metabolic process

0.11332
139 / 1561

GO:0065007
biological regulation

0.42950
275 / 3364

GO:0065008
regulation of biological quality

0.45441
57 / 690

GO:0070887
cellular response to chemical stimulus

0.41883
65 / 780

GO:0070918
production of small RNA involved in gene silencing by RNA

0.00838
13 / 77

GO:0071310
cellular response to organic substance

0.32723
61 / 710

GO:0071359
cellular response to dsRNA

0.00838
13 / 77

GO:0071407
cellular response to organic cyclic compound

0.16991
30 / 309

GO:0071704
organic substance metabolic process

0.78269
510 / 6442

GO:0090304
nucleic acid metabolic process

0.06810
208 / 2345

GO:1901360
organic cyclic compound metabolic process

0.06525
279 / 3194

GO:1901698
response to nitrogen compound

0.16971
45 / 481

GO:1901699
cellular response to nitrogen compound

0.01297
14 / 90


