
GO:0003674
molecular_function
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catalytic activity
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structural molecule activity
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transporter activity

0.8335
20 / 439
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201 / 3436

GO:0008324
cation transmembrane transporter activity

0.4032
9 / 146

GO:0015075
ion transmembrane transporter activity

0.7348
11 / 233

GO:0015399
primary active transmembrane transporter activity

0.2040
7 / 88

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.2040
7 / 88

GO:0016462
pyrophosphatase activity

0.0341
24 / 297

GO:0016787
hydrolase activity

0.4010
58 / 1024

GO:0016817
hydrolase activity, acting on acid anhydrides

0.0266
25 / 305

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.0239
25 / 302

GO:0016820
hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.0861
7 / 70

GO:0016887
ATPase activity

0.0188
16 / 166

GO:0017111
nucleoside−triphosphatase activity

0.0257
24 / 289

GO:0019829
cation−transporting ATPase activity

0.0391
4 / 24

GO:0022804
active transmembrane transporter activity

0.4158
11 / 183

GO:0022857
transmembrane transporter activity

0.8552
15 / 345

GO:0022891
substrate−specific transmembrane transporter activity

0.9286
11 / 291

GO:0022892
substrate−specific transporter activity

0.9308
13 / 336

GO:0036094
small molecule binding

0.0252
83 / 1245

GO:0036442
hydrogen−exporting ATPase activity

0.0246
3 / 12

GO:0042623
ATPase activity, coupled

0.0568
11 / 118

GO:0042625
ATPase activity, coupled to transmembrane movement of ions

0.1030
4 / 33

GO:0042626
ATPase activity, coupled to transmembrane movement of substa...

0.0811
7 / 69

GO:0043492
ATPase activity, coupled to movement of substances

0.0811
7 / 69


