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catalytic activity
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endopeptidase activity
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carboxypeptidase activity
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aspartic−type endopeptidase activity
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9 / 29

GO:0005215
transporter activity

0.580281
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15 / 47
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cation transmembrane transporter activity
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ion transmembrane transporter activity
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calcium ion transmembrane transporter activity

0.002842
7 / 18
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hydrolase activity
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188 / 1456
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transmembrane transporter activity
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51 / 442

GO:0022890
inorganic cation transmembrane transporter activity

0.767141
14 / 140

GO:0022891
substrate−specific transmembrane transporter activity
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47 / 376

GO:0022892
substrate−specific transporter activity

0.459691
53 / 446

GO:0046873
metal ion transmembrane transporter activity
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11 / 81

GO:0070001
aspartic−type peptidase activity

0.004381
9 / 29

GO:0070011
peptidase activity, acting on L−amino acid peptides
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divalent inorganic cation transmembrane transporter activity

0.020757
7 / 25


