
GO:0001071
nucleic acid binding transcription factor activity

2.33e−09
128 / 765

GO:0003674
molecular_function

1.000000
1033 / 10243

GO:0003676
nucleic acid binding

0.001799
192 / 1575

GO:0003677
DNA binding

4.10e−05
134 / 962

GO:0003700
sequence−specific DNA binding transcription factor activity

2.33e−09
128 / 765

GO:0003824
catalytic activity

0.446672
431 / 4249

GO:0005488
binding

0.021105
536 / 5003

GO:0008194
UDP−glycosyltransferase activity

1.08e−05
30 / 130

GO:0016740
transferase activity

0.005969
198 / 1673

GO:0016757
transferase activity, transferring glycosyl groups

0.000313
48 / 288

GO:0016758
transferase activity, transferring hexosyl groups

0.000165
38 / 206

GO:0035251
UDP−glucosyltransferase activity

7.78e−05
18 / 67

GO:0046527
glucosyltransferase activity

7.79e−05
21 / 85

GO:0097159
organic cyclic compound binding

0.020435
367 / 3343

GO:1901363
heterocyclic compound binding

0.018741
367 / 3338


